MICHIGAN

PROTEOME
ONSORTI

he Michigan Proteome

Consortium is a distributed
organization with nodes at four
major research institutions in the
State of Michigan. Each node func-
tions as part of the Consortium to
provide services to both academic
and industry investigators. The
Consortium is administered by the
Senior Director (Philip Andrews)
and the Steering Committee, with
the help of the Scientific Advisory
Committee.

The three primary core

services are:

® Proteome Mapping
(Director, Philip Andrews;
Associate Directors, Curtis
Wilkerson, Greg Cavey)

m High-throughput Yeast
Two-Hybrid Screening
(Director, Russell Finley)

m Proteome Informatics (Director,
Philip Andrews)

m Phosphoproteomics

SERVICES

Access to services is through the The Proteome Mapping Laboratory is = L.C MS/MS and 2DLC MS/MS
main web site at www.proteome focused on provision of high-throughput = High resolution, high mass
consortium.org. proteomics services. The Yeast Two- accuracy MS

Hybrid Laboratory provides high- ‘ .

throughput generation of interaction = Analysis of protein complexes

maps and performs library screening.

Services offered include: m Mapping sites of post-translational

modifications

= Consulting m Proteome informatics

m High-throughput pair-wise analysis
of protein interactions by yeast
two-hybrid screens

m 2D gel electrophoresis and image
analysis
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m De novo sequencing

m Protein Expression Profiling
e by 2D electrophoresis
e by 2D LC MS/MS

Areas of particular expertise include
protein interaction maps, analysis

of membrane proteins, bacterial
pathogens, tumor and tissue samples
as well as mapping sites of post-
translational modifications.

EQUIPMENT

In addition to equipment for 2D gel
electrophoresis and HPLC, major
equipment in the Proteome Mapping
Core includes:

m Three Sciex model 4800 MALDI
TOF/TOFs

m Micromass MALDI QTOF tandem
mass spectrometer with extended
mass range

m F'innigan Orbitrap
m Finnigan LTO-FTMS
m [ildex capillary HPLG

= Finnigan LTQ

m Micromass QTOF Ultima mass
spectrometer with capillary HPLC

m Offgel electrophoresis

m Biomek Fx liquid-handling robot
with a 96-channel pipetting arm
and a variable 8-channel arm

m 4x96 head thermocycler

m Micromass MassPrep sample
preparation robot

m Biorad FX Plus laser scanners

ACCESS

Samples for analysis are submitted
by the client and run by facility per-
sonnel on a fee-for-service basis.
Under some circumstances, qualified
investigators trained to use the instru-
ments may make arrangements for
access at specific times on a first
come, first served basis. Sample
preparation must be done in their own
labs. Fees are incurred for training
and for equipment usage. Investigators
are responsible for all costs incurred
by their use of MPC equipment.
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CONTACT INFORMATION

HUB NODE NODE NODE

Philip Andrews, Ph.D. Russell Finley, Ph.D. Greg Cavey Curtis Wilkerson, Ph.D.
Professor Assoc. Professor Scientific Investigator Associate Director
andrewsp@umich.edu rfinley@cmb.biosci. Greg.Cavey@vai.org Wilker13@msu.edu

Dept. of Biol. Chemistry wayne.edu Van Andel Research Michigan State University
Univ. of Mich. Med. School Center for Molecular Institute 137 Plant Biology

333 Bostwick NE

Grand Rapids, MI 49503
(616) 234-5378

(616) 234-5705 (fax)
WWWw.proteome
consortium.org

300 N. Ingalls, Room 1198
Ann Arbor, MI
48109-0404

(734) 763-3130

(734) 615-4941 (fax)
WWWw.proteome
consortium.org

Medicine & Genetics
Wayne State University
540 East Canfield Ave.
Detroit, MI 48201
(313) b77-7845

(313) 577-5218 (fax)
WWW.proteome
consortium.org

E. Lansing, MI
48824-1312

(517) 432-5939
(517) 353-9334 (fax)
www.proteome
consortium.org



